INTEPRETATION TABLE

DPA1 SSP typing

Amplification patterns of the DPA1 alleles

well®
1 2 3 4 5 6 7 8
Length of spec. 85 | 255 | 205 | 115 | 105 | 155 | 100 | 100
PCR product(s) 195
Length of int. 515 ] 515 | 430 | 430 | 430 | 515 | 430 | 430
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Well No. 1 2 3 4 5 6 7 8
DPA1 allele®
*010301, 010302,
010304 ! 2 3
*010303 2 3
*0104 1 2 4
*0105 1 5
*010601, 010602 2 3 6 7
*0107 1 2 3
*0108 1 2 4
*0109 1 2 3
*0110 1 2 3 6
*020101-020106 5 7
*020201-020203 5 8
*0203 5
*0204 5 6 8
*0301 3
*0302 3
*0303 4
*0401 1 5
DPA1 allele”
Well No. 1 2 3 4 5 6 7 8




INTERPRETATION TABLE

DPA1 SSP typing

Amplification patterns of the DPA1 alleles

well®
9 10 11 12 13 14 15 16
205 | 85 90 | 205 | 135 | 140 | 245 | 220 Length of spec
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DPA1 allele*
*010301, 010302,
010304
10 15 *010303
*0104
*0105
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13 *0107
14 *0108
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*020101-020106
9 *020201-020203
10 *0203
9 *0204
10 11 15 *0301
9 10 15 *0302
10 11 15 *0303
12 *0401
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